Abstract Meat verification is relevant for public health and economic concerns. The present study identified species origin of raw meat samples of buffalo, cow, sheep, goat and chicken using Polymerase Chain Reaction-Restriction Fragment Length Polymorphism (PCR-RFLP) of a mitochondrial cytochrome b gene (359 bp). The amplified PCR products were digested using restriction enzymes Tas1 and Hinf1. DNA fragments of different lengths cleaved by two different enzymes were obtained. Each animal species had a distinctive combination of restriction fragments. PCR-RFLP analysis was performed by resolving digested products through agarose gel electrophoresis. Lengths of most of DNA fragments obtained for different farm animals were same as expected with few exceptions. PCR fragment obtained for buffalo remained uncut by enzyme HinfI. In short, PCR-RFLP method was successfully applied to detect the origin of meat species. This method is simple, quick and reliable for differentiation of meat species. The restriction patterns of cytochrome b are helpful in the discrimination of meat identification in a blind fashion.
Introduction
Meat adulteration is a common practice during preparation of meat products in many countries and causes serious health, economic and religious concerns [1] . The identification of meat adulteration in meat products is very important for the implementation of labeling legislation and unfair competition prevention [2] . Different identification methods being currently used for species origin detection in raw meat include hair histology, sensory analysis, immune sera diffusion and electrophoresis in ager gel, fat tissues properties, glycogen level in muscle tissue, DNA hybridization and anatomical differences [3] . However Thus, DNA fragments of various sizes were produced by the two enzymes. The detail of RFLP of five species is given below and can also be seen in (Table 1 & Figure 1 ). 
